
Post-doc/Research	Engineer	position	at	Institut	Curie	
«	Analyzing	and	modeling	the	spatiotemporal	dynamics	of	genomic	loci	in	mES	cells	»		

	
	
Project:	The	Dahan	lab	(Laboratoire	Physico	Chimie,	Institut	Curie)	is	seeking	to	recruit	a	post-doc	(or	
research	engineer)	interested	in	developing	and	applying	computational	and	modelling	tools	to	
analyze	the	dynamics	of	genomic	loci	in	mouse	embryonic	stem	cells.	The	work	will	be	based	on	
imaging	data	already	available	in	the	host	lab	coming	from	cells	having	multiple	random	insertions	of	
gene	arrays	or	from	CRISPR-edited	cell	lines	with	tagged	loci	at	specific	genomic	positions.	In	close	
collaboration	with	the	Heard	lab	at	Institut	Curie,	our	goal	is	to	investigate	the	multiscale,	dynamic	
architecture	of	the	genome	and	its	relationship	to	gene	regulation,	in	particular	in	the	context	of	the	
inactivation	of	the	X	chromosome.	A	specific	focus	will	be	on	deciphering	the	contribution	of	out-
equilibrium	processes	to	chromosome	dynamics.	
	
Requirements:	Applicants	are	expected	to	have	a	training	in	(bio)physics	with	a	strong	background	in	
computational	tools	(Matlab	or	equivalent)	and	a	pronounced	interested	in	research	at	the	interface	
between	physics	and	biology.	Knowledge	of	polymer	and	statistical	physics	and/or	genome	biology	
would	be	an	asset	but	is	not	required.	The	position	is	open	to	post-doctoral	or	research	engineer	
candidates.	
	
The	position	is	open	immediately	and	the	candidate	should	start	no	later	than	December	15,	2017.		
	
Contact:	Interested	candidates	should	email	a	recent	CV,	a	letter	motivation	and	the	names	of	two	to	
three	references	to		M.	Dahan.		
email:	maxime.dahan@curie.fr,	https://science.curie.fr/equipe-dahan	
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